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Mutational Analysis
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Permutation 2-sample t tests on large arrays
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cyclin D3, RbAp48, SNF2, TFIIEb, c-Myb, E2A HOXAY9, topoisomerase Il
informative gene

ALL AML
15 AML 8 7 46 84
Neighborhood analysis ALL-AML
HOXA9
HOXA9 t(7;11)(p15;p15)
HOXA9

Golub TR et al. Molecular Classification of Cancer: Class discovery and Class Prediction by Gene
Expression Monitoring. Science 286:531-537,1999)



44 22 (6500) Affymetrix
oligonucleotide array two-way clustering algorithm
P<0.001

(clustering)

clustering gene tree tissue tree
cluster tissue tree gene tree
diffuse large cell lymphoma, lymphoblastic lymphoma,
Burkitt’s lymphoma, B
B
T clustering

ribosomal protein gene-set

t test cy5/cy3 ratio
(Alon U, et al. Broad patterns of gene expression revealed by clustering analysis of tumor and



normal colon tissues probed by oligonucleotide arrays. Proc Natl Acad Sci USA. 96:6745-6750,1999)
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diffuse large B-cell lymphoma (DLBCL) non-Hodgkin’s lymphoma
heterogeneous 40

DLBCL
DNA microarray B

Diffuse large B cell lymphoma

Germ cell
l ; Activated B cells

Germ cell related gene-se

B cell activation related gene-se

DLBCL germinal center B-like DLBCL ( germinal
center B-cell )  activated B-like DLBCL(
activated B-cell )
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DLBCL

Germinal center B-like DLBCL BCL-6 activated B-like DLBCL
BCL-2

diffuse large cell B cell lymphoma germ cell peripheral B
cell

(Alizadeh AA, et al. Distinct types of diffuse large B-cell lymphoma identified by gene expression
profiling. Nature 403:503-511,2000,)
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microarray
cluster

(Perou CM, et al. Distinctive gene expression patterns in human mammary epithelial cells and breast
cancers. Proc Natl Acad Sci USA. 96:9212-9217,1999)
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